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Abstract - Objective of the paper is to develop an image msiog algorithm to automate the diagnosis of malar thin
blood smears. The image classification system cpakidtively identify malaria parasites present, difterentiate the species
of malaria. Morphological and novel threshold sttettechniques can be used to identify erythraeyted blood cells) and
possible parasites present on microscopic slidaagé features based on color, texture and the gepmithe cells and
parasites will be generated and studied. The druideatures could be properly classified to dggtih between true and false
positiveness and then to diagnose the specieg dfitbction. The sensitivity and positive predietivalue is measured.

Keywords- Support Vector Machine, Neural network, ANFIS, amn&l parasites.

1. INTRODUCTION

The important thing in human life is its life anddith. Neural Network, Support Vector Machine, Adaptive
So to make it secure and to protect for differgpet Neuro fuzzy Interface System.
of diseases using modern technology here | have
develop certain algorithm which will help full in
identifying  serious  diseases like  Malaria. 2- LITERATURE SURVEY
Identification of malaria at early stage will belgfal An literature survey summarizes all the relevant
as its effect increases drastically and cause ¢waa literature researched during the course of thigepto
to human life. It presents certain approaches used by many
The malaria is due to imbalance (increase) oésearchers for classification. It also compares th
amount of Malaria parasites in the patient's bland performance of all classifier with other common
an indicator for the degree of infection. Malar@a iclassifier with same parameters. Finally the best
caused by a blood parasite named Plasmodium spgpdtameters and classifier combination is discussed.
affects at least 200 to 300 million people evergrye [2] lllustrate a technique for identifying the rash
and causes an estimated 3 million deaths per anndar. blood cell images. This paper involves the
Diagnosis and medication of it is necessary [1][8] counting of Blood cell using an adaptive OTSU
So for medication should start at proper time isyvethresholding technique. Which use to segment the
important to identify the diseases very fast anichage and separate the RBC and WBC for Counting?
accurate. The paper also considers the area of cells to decla
So to achieve this | have developed an algorithseverity. The paper uses SVM as Classifier for
which will very helpful for identifying the disease declaring the result of whether the patient is ctéfd
fast and accurate which will give accuracy aboilty Malaria or Not. The proposed automated method of
96.72% and work efficiently and easy to use. Irs thsegmentation and classification of cell is sim@a.
technique | have use the blood cell images to dind approach is proposed to detect red blood cells with
whether the patient is malaria affected or not. that consecutive classification into parasite infected a
here | have used the statistical characteristiégmafje normal cells for estimation of parasitemia. The
like (Skewness, Standard deviation, kurtosis armktraction of red blood cells achieves a reliable
Energy) which will overcome the problem of noperformance and the actual classification of irddct
clearly visible boundaries of cells. For theells. Sensitivity of system is 93.12%, and Speitifi
classification here | implemented three algorithms 93.17%. Shape based and statistical features are
which on by discussed latter and have differegenerated for classification. The features arecsade
advantages over increase in performance. Tfa recognition of two classes only. This approach
classification techniques utilized are as follows. leads to the high specialization of each classtHied
results in an overall increase in accuracy.
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Makkapati and Rao [6] explored thescheme is evaluated using images taken from
segmentation for HSV color space. A schemleeishman-stained blood smears. Sensitivity of the
presented in [4] is based on HSV color space ttetheme is found to be 83%. Automated image
segments Red Blood Cells and parasites by detectanplysis-based software. Malaria Count. for
dominant hue range and by calculating optimalarasitemia determination, i.e. for quantitative
saturation thresholds. Methods those are lessaluation of the level of parasites in the blobds
computation-intensive than existing approaches aseen described in [8]. The presented system isdbase
presented to remove artifacts. The scheme is eemluaon the detection of edges representing cell anasjtar
using images taken from Leishman-stained blodmbundaries. The described technique includes a pre-
smears. Sensitivity of the scheme was found to peocessing step, edge detection step, edge linking,
83%. The method operates in HSV space and deimp splitting, and parasite detection.
dynamic in the sense that relevant thresholds are
determined from the statistics of the given imagé METHODOLOGY
rather than keeping them fixed for all images.

Schemes determine optimal saturation thresholds 3d Featuresor parameters description

segment RBCs and chromatin dots that are robubt wit

respect to the color variability encountered. Thawkwv Since the chosen features affect the classifier
in [4] illustrates the use of color image procegsinperformance, selection of feature which is to bedus
techniques. in a specific data classification problem is as

Raviraja and et al. [7] introduces a bloodmportant as the classifier itself [5]. The feature
image processing for detecting and classifyinghich give predominant difference between normal
malarial parasites in images of Giemsa staineddloand infected cells are identified and used fomirgy
slides, in order to evaluate the parasitamia of tlpeirpose. The selected features are color andtitatis
blood. To detect the red blood cells that are itefgéc based.
by malarial parasites, statistical based approach i
used. To separate automatically the parasitésPhase of Image (PHI).

(trophozoites, schizonts and gametocytes) from tBeMean Value of Green Plane.
rest of an infected blood 3. Skewness.
image, color, shape and size information are usédKurtosis.
and later the image is compared with infected irmagB. Standard Deviations.
after transformation of image by scaling, shapiog 6. Energy.
reconstruct The above parameters are used for feature
the image. The images returned are statisticaliytraction. The statistical features use gray level
analysed and compare to generate a mathematicistogram and saturation histogram of the pixelhé
base. Also the evaluation of the size and shapgheof image and based on such analysis, the mean value;
nuclei of the parasite is also considered. angular second momentum, Skewness, Standard

Ruberto et al. [8] introduces morphologicatieviation, Kurtosis are treated as the featuresafg]
approach to cell image segmentation more accuragdculated using above equations. The descriptfon o
than the normal watershed based algorithm. The ugstameters is as follows.
non-flat disk-shape structuring element enhanced th
roundness and compactness to improving the accurdcyPhase of Image (PHI)
of normal watershed based algorithm whereas flahe method is based on the Fourier Transform; The
disk-shape structuring element to separate ovargppdiscrete Fourier transforms of the images will
cells. These methods make use of knowledge of tiansform the image into frequency domain from
RBC structure that is not used in existing watelshevhich we can easily calculate the phase of
based algorithm. image phase:

Sadeghian et al. [9] demonstrated a Phase of FT:
framework for segmenting white blood cells using (1)
digital image processing. This grey level image Q)(F(u))=tan (W)
processing scheme has divided into two parts,, first
nucleus segmentation based on morphological
analysis, and then cytoplasm segmentation is bmedF
pixel-intensity thresholding (Zack thresholding).

In [8] a scheme based on RGB color spa
that segments Red Blood Cells and parasites
detecting dominant hue range and by calculating Benefits

optimal saturation thresholds is presented. MethOdSUnIike many spatial-domain algorithms, the phase

that are less computation intensive ‘ha'_‘ existiNGrrelation method is resilient to noise, occlusion
approaches are proposed to remove artifacts. The

The advantage of this method is that the discrete
ourier transforms and its inverse can be performed
using the fast Fourier transform, which is mucheas
iﬁ}?n correlation for large images.
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and other defects typical of medical or satellité. Energy

images. The Energy is derived by using Gray Level Co-
The method can be extended to determine rotationcurrence Matrix (GLCM). The GLCM computes the

and scaling differences between two images by finstatrix depending upon our design and with required

converting the images to log-polar coordinates. fue resolution factor. Then it gives energy by Squaring

properties of the Fourier transform, the rotatiord a and summing the elements of GLCM.

scaling parameters can be determined in a manner Energy returns the sum of squared

invariant to translation. elements in the GLCM. Range = [0 1]. Energy istl fo
a constant image

2. Mean of Green Plane (M_g) n

The planes of malaria image are separated andehe m Energy= Z (X-,u)2

of Green plane is taken. i=1

Energy is also known as uniformity, uniformity of

(m,n) energy, and angular second moment.
_ 1 z (fy)) The above features are calculated for the affected
—9  (MNX) . and not affected malaria images and dataset igcuse
xy)=0 train the classifiers.
3. Skewness
Skewness is a measure of the asymmetry of the data
around the sample mean. If skewness is negatiee, th Mean_g Mean_g
data are spread out more to the left of the megm titn -
the right. If skewness is positive, the data ameap 300

out more to the right. The skewness of the normal 200
distribution (or any perfectly symmetric distribari)
is zero. 100

The skewness of a distribution is defined as

O_m

—i3
S(Skewness) = E(XUSH) 1 7 13192531374349556167

Where b is the mean of x is the standard
deviation of x, and E (t) represents the expectddey
of the quantity L. PHI ——PHI

4. Kurtosis
Kurtosis is a measure of how outlier-prone a 0 -
distribution is. The kurtosis of the normal distrilon
is 3. Distributions that are more outlier-pronerttiae

1 611162126313

normal distribution have kurtosis greater than 3; -0
distributions that are less outlier-prone have daigt
less than 3.The kurtosis of a distribution is dediras -100
K(Kurtosis) E(x —pw)*
reosis) = ——— . . .
4 ot Figure (1): Showing graph of features with respect

Where 4 is the mean ofx, o is the standard tg jmages.
deviation ofx, andE(t) represents the expected value
of the quantityt.

o 3.2 Classification Technique
5. Sandard Deviations _ _ For the classification three different classifiers
Standard Deviations normalizes by n-1 where nés tiitilized. So that we compare the performance of

sample size. The result Y is the square root of assifier and to decide which classifier givestbes
unbiased estimator of the variance of the populatiesults? here utilized classifiers are as follows

from which X is drawn, as long as X consists of 1. Neural Network
independent, identically distributed samples. 2. Support Vector Machine
The standard deviation is s 3. Adaptive Neuro Fuzzy Network
n
1
Standard Deviation % Z (x-y)zl 3.2,1. Neural Network
i=1

ANNSs are popular machine learning algorithms that
are in a wide use in recent years. Multilayer
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Perception (MLP) is the basic form of ANN, which is Xog
a neural network that updates the weights throug
back propagation during the training. Patter
recognition Network (PRN) and Convolution Neura
Network (CoNN) are the other variations in neura
networks, which are recently, became popular i x
texture classification [10].

a) Pattern recognition Network (PRN) is derived /
from Radial Basis Function (RBF) Network and it ha: S
parallel distributed processor that has a natur
tendency for storing experiential knowledge. It is margin
predominantly a classifier that maps any inputgratt
to a number of classifications and can be forcéal an F|93 shows the Support vector machines Concept
more general function approximator. A PNN is an
implementation of a statistical algorithm calledried Fig.3 Support vector machine Multiclass

discriminate analysis in which the operations aigassification is also applicable and is1 basichlijit
organized into a multilayered feed forward networfp by various two class SVMs to solve the problem,
having four layers such as Input layer, Patterreray ejther by using one-versus-all or one versus-ome. T
Summation layer, and output layer. Fig.2 demons$raiwinning class is then determined by the highespuitut
the architecture of PNN classifier considering function or the maximum votes respective|y_ This
general example of BP and Pulse acting as an infe#ids the multiclass SVM to perform slower than the
vectors [4, 9]. MLPs.The main advantage of SVM is its simple
geometricl interpretation and a sparse solutiotikeln
neural networks, the computational complexity of
SVMs does not depend on the dimensionality of the
input space. One of the drawbacks of the SVM is the
large number of support vectors used from theitngin
set to perform classification task. However, SVM is

Support vectors

Optimal hyperplane

A\ 4

Xi

Inputunits

Pattern A A A A
Units :‘K / \ / still considered to be powerful classifier, soonbi®
cummation replacing the ANNSs.
Units e I
\Q' . '/l 3.2.3. Adaptive Neuro Fuzzy interface System
Output units g 1 Architecture of ANFIS
The ANFIS is a fuzzy Sugeno model put in the
=+ framework of adaptive systems to facilitate leagnin
- and adaptation. Such framework makes the ANFIS
modeling more systematic and less reliant on éxper
Fig.2 Architecture of Pattern neural network . knowledge. To present the ANFIS architecture, two
fuzzy if-then rules based on a first order Sugeno
3.2.2 Support Vector Machine model are considered:

Rule 1: If kis Al) and ¢ is B1) then {1 = plx +
Support vector machine (SVM) is a non-lineagly +r1)
classifier, which is a newer trend in machine léagn  Rule 2: If & is A2) and { is B2) then {2 = p2x +
algorithm and is popularly used in many patterg2y + r2)
recognition problems, including texture classificat wherex andy are the inputsd andB; are the
In SVM, the input data is non-linearly mapped téuzzy setsf are the outputs within the fuzzy region
linearly separated data in some high dimensiongpecified by the fuzzy rulgy, g andr; are the design
space providing good classification performanc@arameters that are determined during the training
SVM maximizes the marginal distance betweeprocess. The ANFIS architecture to implement these
differentl classes. The division of classes isiedrr two rules is shown in Fig. 4, in which a circle
out with different kernels.SVM is designed to workndicates a fixed node, whereas a square indicates
with only two classes by determining the hyper plaradaptive node. In the first layer, all the nodes ar
to divide two classes. This is done by maximizing t adaptive nodes. The outputs of layer 1 are theyfuzz
margin from the hyper plane to the two classes. Th@ambersmp grade of the mputs which are given by:
samples closest to the margin that were selected ta,"*,®
determine the hyper plane is known as supportO* B|—12(y) =3, 4

vectors. where zAi (x), #Bi—2 (y) can adopt any fuzzy
membership function. For example, if the bell sltape
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2. Pre-processing in Feature Extraction

Pre-processing can be very helpful while
extracting features from the blood cell
images like removing Noise etc
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